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showed the decrease in viral titer as compared to the mock
infected mouse.
Conclusion: Thus, this strategy represents a versatile
system as a single carrier protein could be easily and
rapidly coupled to the desired peptide to sensitize the
APCs and thus activate the host immune system against the
pathogenic virus.
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Objective: To explore the pandemic characteristics and
effective treatment measures of H1N1 inﬂuenza.
Methods: A total of 27 patients diagnosed as H1N1 inﬂuenza
from Nanfang hospital (from November 2009 to February
2010) were analyzed.
Results: The study included 15 Males and 12 females aged
from 5 to 63 years (average:29.1). From 27 patients,
16 (59.3%) had different parimary disease. The most
common symptoms were fever (96.3%), cough (81.5%),
dyspnea (59.3%), pneumonia or bronchitis (55.6%)
and pharynx pain (44.4%). Other complications, such
as renal impairment (13.3%), severe gastrointestinal
symptoms (6.7%) and change of consciousness (7.4%), were
found in some patients. Fever period of 12 severe patients
with primary disease was 5 17 (10.6±384) days. A series
of measures like antiviral, antibacterial, management of
the respiratory tract and Glucocorticoids Ictus therapies
were taken according to patients’ conditions. For the 27
patients studied, 22 (81.5%) were cured, and 5 (18.5%)
died. Of 5 cases dead, 4 had serious primary diseases and
only 1 died from H1N1. No case of nosocomial infection was
found in the study.
Conclusion: The complication of pneumonia was more
frequently appeared in severe patients with inﬂuenza H1N1.
Most patients could be cured by positive and effective
measures. However, the mortality rate of serious patients
with primary diseases was still high.
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Objective: To explore the epidemiological and clinical
characteristics of patients with hand, foot and mouth
disease (HFMD) in eastern Zhejiang province from March
2007 to August 2009.
Methods: The distribution of gender, age, time of onset,
region and clinical data were analyzed by descriptive
epidemiological methods.
Results: A high incidence of HFMD occurred mostly in
infants aged below 4 years (95.9%), especially aged 1 to
3 years (82.6%). Males were more likely to acquire the
disease than females, and the ratio was 1.7:1. Onset of
HFMD was most in April to July, but the peak incidence in
2009 (April) was earlier than in 2008 (May and June). People
living in the district and county-level city of population
density and foreign population were more likely to acquire
the disease. Typical clinical presentations included fever
and characteristic rashes, and the incidence rate of rashes
was up to 97.77%. Characteristics of the rashes were
painless rashes which located in hand, foot, buttock and/or
knees and painful oral ulcers. The ratio of patients with
hyperpyrexia was 34.86%, with leukocytosis was 48.11% (but
severe cases was rare), with elevated creatine kinase (CK)
was 20.94% and elevated CK-MB was 76.28%, but abnormal
electrocardiographic (ECG) pattern was rare, with elevated
FBG was 13.36%. There were no correspondence among the
abnormal high levels of CK, CK-MB, ALT, AST and abnormal
ECG.
Conclusions: HFMD will be fully recovered in approximately
one week by conventional anti-virus treatment and
symptomatic treatment. But it also needs our intensive
care to prevent and treat various complications. Traditional
Chinese medicine has comparative advantage and should be
promoted. Except positive isolation, disease treatment and
epidemic site treatment, effective health education is also
important to disease prevention.
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Background: Hepatic Schistosomal ﬁbrosis is a continuous
process. Bacteria may reach the liver via the portal venous
blood from the intestinal tract & abnormalities in the liver
circulation could abolish the ﬁlter effect of the liver.
Aim: To determine whether bacteria are present or not, to
know its species and evaluate its role in the pathogenesis
of Schistosomal liver ﬁbrosis.
Subjects and Methods:
Group A
1. 25 patients with Schistosomal hepatic ﬁbrosis were
submitted to clinical examination & the consent was
written by each patient before splenectomy.
2. Portal pressure was measured.
3. Excisional liver biopsy was taken for histopathology
and culture.
4. 15 ml of portal blood was aspirated by veinpuncture
from the portal vein and 15 ml venous blood was
simultaneously taken from the anticubital vein.
5. Each 5 ml of the portal and venous blood were added
to 10ml of 0.05% sulphonated broth.
6. The blood broth tubes were incubated aerobicaly,
anaerobically and in 5% CO2.
Group B. Portal and systemic blood samples were taken from
6 non-bilharzial patients as control group during peptic
ulcer operations.
Results:
1. The systemic blood of all patients & the liver biopsy
cultures proved to be sterile.
2. Three portal blood samples were excluded due to
contamination.
3. 22.7% of portal blood samples from Schistosomal patients
were positive for bacteria (Staphyloccus aureus from 3
patients, Escherichia coli from one patient & Bacteroides
fragilis from one patient.
4. Samples of portal and systemic blood from controls were
sterile.
Conclusions:
1. Portal bacteraemia in Schistosomal hepatic ﬁbrosis
explains the occurrence of parenchymal involvement in
such patients by the effect of the viable bacteria or its
toxin on the hepatocytes.
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2. Induction of an immune mechanism maintains an
immune inﬂamatory reaction in the liver sharing in the
pathogenisis of cirrhosis.
3. Patients showing unexpected deterioration in liver
functions or decompensation of hepatic cirrhosis must
do blood cultures and receive antibiotics.
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During the last decade, the role of Helicobacter pylori
(H. pylori) infections in pathogenesis of gastric ulcers in
adults and children has been well deﬁned. Stool samples
were collected from 116 adults who were undergoing
endoscopic examinations and stomach biopsies and for
whom histology and rapid urease tests were performed.
In our research, we used a monoclonal antibody as the
capturing antibody and a polyclonal antibody of rabbit
origin conjugated with a peroxidase enzyme as the tracer.
The results obtained in this study were compared with
those from the histology and rapid urease tests, which
are considered to be the “gold standard”; in addition,
the correlation between our results and those from two
conventional tests, i.e., rapid immuno-chromatography by
the Certest Company and ELISA by the Astra Company, was
investigated.
In the histology and rapid urease tests, 21 of the 116
patients (18.1%) had positive results. H. pylori antigens
were detected by the designed method in 19 of 21 cases
(a sensitivity of 91%). Also, all of the 95 cases with
negative results in the histology and rapid urease tests were
negative for the stool antigen test (a speciﬁcity of 100%).
For comparison, the sensitivity and speciﬁcity of the rapid
immuno-chromatography test by the Certest Company were
95% and 99%, respectively. The total correlations between
the results of the designed ELISA test with the results of
the rapid test and the ELISA test of the Astra Company were
96% and 80%, respectively.
This non-invasive and economical method for the detection
of H. pylori antigens in stool can be considered as an
alternative test that provides comparable reliability and
validity to the histology and rapid urease tests for the
detection of H. pylori infections.
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Objectives: Peroxisome proliferator-activated receptor
(PPAR), a member of the nuclear hormone receptor super
family initially shown to be a key regulator of fat cell
differentiation, can inhibit cell growth and induce apoptosis
in colon cell lines. A common structural polymorphism in
the PPAR gene, CCA/GCA, producing a Pro/Ala substitution
at codon 12 (Pro12Ala), has been detected. The Pro12Ala
polymorphism could plausibly play a role in the etiology
of colorectal adenomas, a precursor lesion of colorectal
cancer. Helicobacter pylori (Hp) infections can cause
gastritis, duodenal ulcer, gastric cancer or peptic ulcer. The
aim of this study was determination polymorphism PPAR-g
gene among Hp positive patients in Iran.
Methods: In this study blood of 200 Helicobacter pylori
infected patients with gastric cancer and 200 matched
controls that conﬁrmed by ELISA test were collected.
Peroxisome proliferator-activated receptor (PPAR) Pro12Ala
polymorphism was analyzed by polymerase chain reaction-
restriction fragment length polymorphism.
Results: By PCR-RFLP on 200 DNA isolated samples, 3
polymorphism templates were detected on their PCR
products (Table 1). The frequency of G allele was
signiﬁcantly higher among Helicobacter pylori infected
patients with gastric cancer (41.5%) than in control (9.6%,
OR 3.2, 95% CI 1.7 6.4).
Conclusion: These results suggest that there is a
signiﬁcant association between peroxisome proliferator-
activated receptor-gamma polymorphism and Helicobacter
pylori infected patients with gastric cancer in Iran.
Table 1. Frequency of peroxisome proliferator-activated receptor-gamma
polymorphism in gastric cancer patients and controls
PPAR-g genotype Cases (200) Controls (200) OR (95%CI) P-value
CC 117 (58.5%) 179 (89.5%) 2.3 (1.2 5.4) 0.09
G carriers 83 (41.5) 21 (10.5%) 8.1 (2.5 61.3) 0.0006
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Objectives: The aim of this study was to analyse
the distribution and effect on the antibiotic resistance
mechanisms of class 1 integrons and Salmonella genomic
island 1 (SGI1) in Salmonella strains obtained from healthy
humans in China.
Methods: Fifty-eight Salmonella strains of 25 serovars
isolated from healthy humans in Shijiazhuang, northern
China, in 2005 and 2007 were tested for susceptibility to 15
common antibiotics and the presence of class 1 integrons.
Results: Fifty-one strains (87.9%) were resistant to at least
one antibiotic; the most common resistance phenotype
was to streptomycin (82.8%). Five strains were positive
for the class 1 integrase gene (intI1), three in 2005
and two in 2007. Three different cassette arrays were
detected: aadA2, blaPSE-1, and dfrA12-orfF-aadA2. Plasmid
conjugation indicated that all the detected integrons were
on plasmids and could transfer to other strains. Sau-PCR
showed that there was no direct correlation between the
integron-positive and integron-negative strains. SGI1 was
detected in a S. Typhimurium strain, with the aadA2, ﬂoR,
tetG, and blaPSE-1 genes in its multidrug resistance region,
and it was located between thdF and a retronphage (int2).
Conclusions: To our knowledge, this is the ﬁrst report on
SGI1 in strains from healthy humans. The presence of class
1 integrons and SGI1 in Salmonella strains from healthy
humans suggests that widespread surveillance of antibiotic
resistance should be conducted at the gene level.
Acknowledgements: Both Jian-hong Zhao and Lei Shi
contributed equally to this work.
